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Education

Ph.D. in Computer Science 2013 - Present
University of California at Davis, Davis, CA
Advisor: Dr. Ilias Tagkopolous

M.S. in Computer Science Feb 2010
Columbia University, New York, NY

B.S. in Computer Science Aug 2008
Illinois Institute of Technology, Chicago, IL
Summa Cum Laude

Minors in Applied Mathematics and Linguistics

B.S. in Computer Engineering Aug 2008
Hongik University, Seoul, Republic of Korea

Visiting Appointments

Visiting Scholar, Department of Chemistry, University of California at Berkeley 2012

Research & Work Experience

Research Associate, Institute of Life Science and Biotechnology, Yonsei Univeristy 2011 - 2013
Advisor: Dr. Sung-Hou Kim

· Method development for predicting cancer susceptibility

Researcher, Samsung Biomedical Research Institute, Samsung Electronics Co., Ltd. 2010 - 2011
Advisor: Dr. Joobae Park & Dr. Duk-Hwan Kim

· Genome-wide association studies for Korean cancers

· Bioinformatics training

Graduate Research Assistant & Independent Study, Columbia University 2008 - 2009
Advisor: Dr. Itsik Pe’er

· Development of an imputation algorithm for inferring missing genotypes for merged platforms

· Comparison of power of association methods for inbred populations

· Test of SNP effects in gene-expression arrays

Undergraduate Research Assistant, Illinois Institute of Technology 2007
Advisor: Dr. Shlomo Argamon

· Visualization of an automatic sentiment analysis of news corpus

· Development of a pipeline for predicting individual career

Undergraduate Research Intern, Korea Advanced Institute of Science and Technology Summer 2006
Advisor: Dr. Hyun Seung Yang

· Optimization of a trajectory of a compass-gait biped
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Posters
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Skills

Programming: Java, C/C++, Lisp, Python, LaTeX

Tools: PLINK, GATK, samtool, GenePattern, IGV, WEKA, R, MATLAB

Operating Systems: Windows, Mac OS X, Linux

Awards & Honors

Summer Research Scholarship, Illinois Institute of Technology 2007

International Exchange Student Scholarship, Hongik University 2006 - 2008

Chang-Jo Scholarship, Hongik University 2005

Others

Summer School in Logic and Epistemology, Carnegie Mellon University Summer 2008

Information Technology Program, Illinois Institute of Technology 2006
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